
PC9       CAACATACAGCCTGACAAAAGCCATTCGACATCCTACGCAGAGCACATTTTCAGTGCATTGCAAGTCCAAGTGTCAAGAGGCGTC	
PC15      CAACATACAGCCTGACAAAAGCCATTCGACATCCTACGCAGAGCACATTTTCAGTGCATTGCAAGTCCAAGTGTCAAGAGGCGTC	
Pleos_15  CAACATACAGCCTGACAAAAGCCATTCGACATCCTACGCAGAGCACATTTTCAGTGCATTGCAAGTCCAAGTGTCAAGAGGCGTC	
          *************************************************************************************	
 	
PC9       AAGGACCTTACCGGCAAACTAACGGCAAGTTGCATTTTCTCCCCTTCGATAACCCTGACAGGGATA-------------------	
PC15      AAGGACCTTACCGGCAAACTAACGGCAAGTTGCATTTTCTCCCCTTCGATAACCCTGACAGGGATA-------------------	
Pleos_15  AAGGACCTTACCGGCAAACTAACGGCAAGTTGCATTTTCTCCCCTTCGATAACCCTGACAGGGATATCTCTCGATCTATTATATT	
          *******************************************************************	
 	
PC9       -----------------------------TTTACAATAGGTTGTCAAGCTACATGACTCAGCGCAAGCGAGCGTGTGACCAGTCA	
PC15      -----------------------------TTTACAATAGGTTGTCAAGCTACATGACTCAGCGCAAGCGAGCGTGTGACCAGTCA	
Pleos_15  AAG/HELPO2/GTACGGGCCTGAAGCTTGTTTACAATAGGTTGTCAAGCTACATGACTCAGCGCAAGCGAGCGTGTGACCAGTCA	
              6.4 kb                    *******************************************************	
                                                                    	
PC9       AATTGGATTAAGGTGGGTATTGCTTGCGCAGTGCCAGAGATGATCAGCCGAAATGATGACAATCGGGATATTAACCAGTGTAATA	
PC15      AATTGGATTAAGGTGGGTATTGCTTGCGCAGTGCCAGAGATGATCAGCCGAAATGATGACAATCGGGATATTAACCAGTGTAATA	
Pleos_15  AATTGGATTAAGGTGGGTATTGCTTGCGCAGTGCCAGAGATGATCAGCCGAAATGATGACAATCGGGATATTAACCAGTGTAATA	
          *************************************************************************************	
 	
PC9       ATAATCGACGTCAGTTTCGTCGAANGACTGTCCTTTATAAACGCCGGTGCGTCGTAA-TTTCTTATCATTGATTTTTCATTGAGT	
PC15      ATAATCGACGTCAGTTTCGTCGAAGGACTGTCCTTTATAAACCCCGGTGCGTCGTAAATTTCTTATCATTGATTTTTCATTGAGT	
Pleos_15  ATAATCGACGTCAGTTTCGTCGAAGGACTGTCCTTTATAAACCCCGGTGCGTCGTAAATTTCTTATCATTGATTTTTCATTGAGT	
          ************************ ***************** ************** ***************************	
 	
		

PC9       TACGATCAATTCATCTTCAAGTTATCGTCGCCGTGATTACCCCGGGATCTCAATTACTCTTGACACAGTGTAAGATGAGATCTGCA	
PC15      TACGATCAATTCATCTTCAAGTTATCGTCACCGTGATTACCCCGGGATCTCAATTACTCTTGACACAGTGTAAGATGAGATCTGCA	
Pleos_15  TACGATCAATTCATCTTCAAGTTATCGTCGCCGTGATTACCCCGGGATCTCAATTACTCTTGACACAGTGTAAGATGAGATCTGCA	
          ***************************** ********************************************************	
 	
PC9       ATGGGGTAGATTGGGCACACGTGTGGAGTCAGAATGCACCACACATCAGCGTTCGACTTGCTAAGCAGACGAGTGATATCAGCAGCA	
PC15      ATGGGGTAGATTGGGCACACGTGTGGAGTCAGAATGCACCACACATCAGCGTTCGACTTGCTAAGCAGATGAGTGATATCAGCAGCA	
Pleos_15  ATGGGGTAGATTGGGCACACGTGTGGAGTCAGAATGCACCACACATCAGCGTTCGACTTGCTAAGCAGACGAGTGATATCAGCAGCA	
          ********************************************************************* ****************	
 	
PC9       -------------------------------------------------TCCTGTAATGGAAGAACCGCTGAGCGCTTGTTATGCAGT	
PC15      -------------------------------------------------TCCTGTAATGGAAGAACCGCTGAGCGCTTGATATGCAGT 
Pleos_15  CAAGCTTCAGGCCCGTGAC/HELPO2/GATCGAGACTTAATATAATAGATCCTGTAATGGAAGAACCGCTGAGCGCTTGTTATGCAGT	
                             6.4 kb                       ******************************* ********	
                                                                      	
  	
PC9       AAGTATTTGCGGCAAGGTTAGTCACCTTCGATTATGACATGTAGTGCCTGCGCCGCCCGATAACTGGGAGTCCGAGCTGGGAACATGG 
PC15      AAGTATTTGCGGCAAGGTTAGTCACCTTCGATTATGACATGTAGTGCCTGCGCCGCCCGATAACTGGGAGTCCGAGCTGGGAACATGG 
Pleos_15  AAGTATTTGCGGCAAGGTTAGTCACCTTCGATTATGACATGTAGTGCCTGCGCCGCCCGATAACTGGGAGTCCGAGCTGGGAACATGG	
          **************************************************************************************** 
 	
PC9       TACGCACACACGTTGCCTTGTACCTATTCCGAACGCCTCCCAATATCGACCGAGCTTGATTATCATTCTCCTTGGGTGAAGATTTCAC 
PC15      TACGCACACACGTTGCCTTGTACCTATTCCGAACGCCTCCCAATATCGACCGAGCTTGATTATCATCCTCCTTGGGAGAAGATTTCAC 
Pleos_15  TACGCACACACGTTGCCTTGTACCTATTCCGAACGCCTCCCAATATCGACCGAGCTTGATTATCATTCTCCTTGGGTGAAGATTTCAC                                 
          ****************************************************************** ********* ***********	
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Figure S3: Alignment of Helpo2_I and Helpo2_VIII_c sequences 
 
Alignment showing the full (Pleos_15 : PC15 v.20 reference genome) and vacant sites (PC9 and PC15 : 
subclones maintained under low and high subculture frequency) of two 6.4 kb HELPO2 helitrons 
placed at chromosome I (Helpo2_I) and VIII (Helpo2_VIII_c) of PC15 strain. Helitron insertion and 
flanking regions are represented in red and black type respectively. 


