Figure S7. Box plots representing the allelic effects of the two SNPs selected in the GWA analysis for
flowering period in the whole population. Allelic effects for the whole population and the three geographic
groups (i.e., North+East, West and South) are provided. Box plots show the median (middle line), the 25%
and 75% quartiles (hinges) and the outer value within the 1.5 x interquartile range (whiskers). Allelic effects
at SNP.9-1 and SNP.9-2 are shown in A and B, respectively. Each dot represents one genotype.
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