Table S3A. Summary of sRNA sequencing data mapped to PC15_V2.0 reference genome. 
	Strain
	Number of filtered reads (*)
	Number of mapped reads
	# mapped in genes
	# mapped in TEs
	Mapability (%)

	PC15
	2343281
	1693195
	272151
	581186
	71

	PC9
	6438025
	4422505
	1939611
	667776
	69

	N001-HyB
	2263216
	1736065
	388350
	643432
	77

	M_N001
	2274435
	1646276
	501525
	218291
	73

	P_N001
	1707500
	1125842
	272082
	154951
	69

	F_N001
	2122332
	1550048
	400988
	249121
	73


Table S3B. Summary of sRNA sequencing data mapped to PC9_V1.0 reference genome.

	Strain
	Number of filtered reads (*)
	Number of mapped reads
	# mapped in genes
	# mapped in TEs
	Mapability (%)

	PC9
	6438025
	4774234
	2357596
	346174
	77

	N001-HyB
	2263216
	1533249
	502510
	374572
	68

	M_N001
	2274435
	1534434
	560791
	91094
	68

	P_N001
	1707500
	1053952
	315393
	69512
	64

	F_N001
	2122332
	1428688
	452793
	109825
	67


(*) smallRNA reads after FastQC filtering, size selection (17-30 nt) and rRNA/tRNA removing.
