
	
    A               B

	
	
 

Figure S8. Non-hierarchical clustering of sRNA expression in 80 TE families. sRNA transcription 

is classified for decreasing copy number (A) and divergence (B) values. The table next to each heatmap 

reports ordered TE families with respective copy number (n) and divergence (%) values. sRNA 

expression is reported as Log (RPM+0.01).  

	


