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Figure S2. Methylation levels of five genes detected by BS-seq and MSRE-qPCR Histograms

displaying the methylation status of selected genes in PC9 and PC15 monokaryotic samples. Gene

IDs are reported in the x-axis and the methylation level is displayed in the y-axis as percentage in the

bisulfite sequencing (A) and 2-ACt using the MSRE-qPCR method (B).



