eReferences

el. Friedrich J, Sorge S, Bujupi F, et al. Hox Function Is Required for the Development and
Maintenance of the Drosophila Feeding Motor Unit. Cell Rep. Feb 02 2016;14(4):850-860.
doi:10.1016/j.celrep.2015.12.077

e2. Bacalini MG, Gentilini D, Boattini A, et al. Identification of a DNA methylation signature in blood
cells from persons with Down Syndrome. Aging (Albany NY). Feb 2015;7(2):82-96.
doi:10.18632/aging.100715

e3. Fuso A, Ferraguti G, Grandoni F, et al. Early demethylation of non-CpG, CpC-rich, elements in the
myogenin 5'-flanking region: a priming effect on the spreading of active demethylation. Cell Cycle. Oct 01
2010;9(19):3965-76. d0i:10.4161/cc.9.19.13193

e4. Monti N, Cavallaro RA, Stoccoro A, et al. CpG and non-CpG Presenilinl methylation pattern in
course of neurodevelopment and neurodegeneration is associated with gene expression in human and
murine brain. Epigenetics. 08 2020;15(8):781-799. doi:10.1080/15592294.2020.1722917

es. Nicolia V, Ciraci V, Cavallaro RA, Ferrer |, Scarpa S, Fuso A. GSK3pB 5'-flanking DNA Methylation
and Expression in Alzheimer's Disease Patients. Curr Alzheimer Res. 2017;14(7):753-759.
d0i:10.2174/1567205014666170203153325

eb. Fedotova EY, lakovenko EV, Abramycheva NY, lllarioshkin SN. Gene Methylation in Parkinson's
Disease and Multiple System Atrophy. Epigenomes. Feb 06 2023;7(1)d0i:10.3390/epigenomes7010005
e7. Mercorio R, Pergoli L, Galimberti D, et al. PICALM Gene Methylation in Blood of Alzheimer's
Disease Patients Is Associated with Cognitive Decline. J Alzheimers Dis. 2018;65(1):283-292.
doi:10.3233/JAD-180242

es8. Nicolia V, Cavallaro RA, Lépez-Gonzalez |, et al. DNA Methylation Profiles of Selected Pro-
Inflammatory Cytokines in Alzheimer Disease. J Neuropathol Exp Neurol. Jan 01 2017;76(1):27-31.

doi:10.1093/jnen/nlw099



