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Supplementary Figure S1. Gene content of selected variable regions present or absent in specific P. savastanoi pathovars or strains. The indicated gene identification (ID) numbers correspond to P. savastanoi pv. savastanoi NCPPB 3335. Black, white and grey boxes indicate presence, absence, or truncation, respectively, of the corresponding gene in the indicated genomes. Psv, Psn, Psf and Psr, P. savastanoi pathovars savastanoi, nerii, fraxini and retacarpa, respectively. Asterisks indicate oleander strains included in pathovar Psv (see Figure 4).
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Supplementary Figure S1. Continuation.
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Supplementary Figure S2. MLSA phylogeny of P. savastanoi pathovars. Forty genes whose sequences are complete in all the assemblies (Supplementary Table S1) were concatenated (80,902 to 80,940 nt per strain) and aligned using Muscle with MEGA 7. The alignment was manually curated and used to construct a tree using RaxML 7.2.8 within Geneious 8.1.9. All positions and gaps were used with a GTR gamma model. The tree was rooted using the genome of P. syringae pv. ciccaronei ICMP 5710 (assembly LJPY01). Values in nodes are bootstrap percentages of 200 iterations. P. savastanoi pathovars abbreviations as in Supplementary Figure S1. Asterisks indicate oleander strains included in pathovar Psv (see Figure 4).
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Supplementary Figure S3. Cross-pathogenicity tests of P. savastanoi strains on diverse woody hosts. (A) Diversity of symptoms generated on olive, oleander, ash and broom. Control (-), plants inoculated with 10 mM MgCl2. Symptoms were recorded at 90 days post-inoculation. (B) Number of inoculation points showing each of the different symptoms generated by P. savastanoi strains on each plant host. Psv ICMP 4352 was obtained from the CFBP collection as strain CFBP 1670. Strain abbreviations as in Supplementary Figure S1.
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Supplementary Figure S4. Development of secondary symptoms caused by P. savastanoi pv. nerii CFBP 5067 on oleander plants. Symptoms were recorded at 90 days post-inoculation. (A) Flower bud swelling, (B) formation of small knots on the leaves, and (C) curled leaf.
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image1.emf
     Psv  Psn  Psf  Psr  

Variable   Region   (Kb)  Gen ID   (Psv NCPPB 3335)  Annotation  NCPPB 3335  ICMP 1411  ICMP 4352  PseNe107  DAPP - PG722  ICMP 13519  0485_9*  ICMP 13786*  Psn23  CFBP 5067  ICMP 13781  ICMP 16944  NCPPB 1006  CFBP 5062  ICMP 9132  ICMP 7712  ICMP 9129  CECT 4861  ICMP 16947  ICMP 16946  

VR1  PSA3335_RS08605  Glutamine synthetase  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

(12.8)  PSA3335_RS08610  Homoserine O - succinyltransferase  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

 PSA3335_RS08615  LysE   family translocator  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

 PSA3335_RS08620  Gamma - glutamyl - gamma - aminobutyrate hydrolase  +  +  +  +  +  +  +  +  +  +   +       +  +  +  

 PSA3335_RS08625  Dihydrorhizobitoxine desaturase ( rtxC )  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

 PSA3335_RS08630  O - acetylhomoserine aminocarboxypropyltransferase ( rtxA )  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

 PSA3335_RS08635  2 - aminoethylphosphonate -- pyruvate transaminase  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

 PSA3335_RS08640  Tryptophan 2 - monooxygenase  ( iaaM2 ,   N - terminal region)                      

 PSA3335_RS08645  Tryptophan 2 - monooxygenase ( iaaM2 , C - terminal region )                      

 PSA3335_RS08650  Indoleacetamide  hydrolase ( iaaH2 )  +  +  +  +  +  +   +  +  +  +  +       +  +  +  

 PSA3335_RS08655  Propionyl - CoA carboxylase  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

                       

VR2  PSA3335_RS15125  Type II secretion system protein GspH  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

(3.9)  PSA3335_RS15130  Hypothetical protein  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

 PSA3335_RS15135  General secretion pathway protein GspI  +  +  +  +  +  +   +  +  +  +  +       +  +  +  

 PSA3335_RS15140  Pectate lyase  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

 PSA3335_RS15145  Histidine kinase  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

                       

VR3  PSA3335_RS16155  Hypothetical protein  +  +                 +  +  +  

(4.7)  PSA3335_RS16160  Membrane protein  +  +                 +  +  +  

 PSA3335_RS16165  Site - specific integrase  +  +                 +  +  +  
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     Psv  Psn  Psf  Psr  

Variable   Region   (Kb)  Gen ID   (Psv NCPPB 3335)  Annotation  NCPPB 3335  ICMP 1411  ICMP 4352  PseNe107  DAPP - PG722  ICMP 13519  0485_9*  ICMP 13786*  Psn23  CFBP 5067  ICMP 13781  ICMP 16944  NCPPB 1006  CFBP 5062  ICMP 9132  ICMP 7712  ICMP 9129  CECT  4861  ICMP 16947  ICMP 16946  

VR4  PSA3335_RS23650  Hypothetical protein  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

(4.8)  PSA3335_RS23645  Phage antirepresor  +  +  +  +  +  +  +  +  +  +  +  +        +  +  

 PSA3335_RS23640  ATPase  +  +  +  +  +  +  +  +  +  +  +  +          

 PSA3335_RS23635  Restriction endonuclease  +  +  +  +  +  +  +  +  +  +  +  +          

 PSA3335_RS23630  Hypothetical protein  +  +  +  +  +  +  +  +  +  +  +  +          

                       

VR5  PSA3335_RS27200  Hypothetical protein  +  +                 +  +  +  

(17.8)  PSA3335_RS27195  Hypothetical protein  +  +                 +  +  +  

 PSA3335_RS27190  Hypothetical protein  +  +                 +  +  +  

 PSA3335_RS27185  Filamentous hemagglutinin N - terminal domain - containing protein  ( cdiA )  T  T                 +  +  +  

 PSA3335_RS27180  ShlB/FhaC/HecB family hemolysin secretion/activation protein ( cdiB )  +  +                 +  +  +  

 PSA3335_RS27175  Hypothetical protein  +  +                 +  +  +  

 PSA3335_RS27170  TIR domain - containing protein                      

 PSA3335_RS27165  GntA Family N - transferase  +  +                 +  +  +  

 PSA3335_RS27160  Hypothetical protein                      

 PSA3335_RS27155  Hypothetical protein  +  +                 +  +  +  

                       

VR6  PSA3335_RS28495  Hypothetical protein  +  +  +  +  +  +   +  +  +  +  +       +  +  +  

(4.5)  PSA3335_RS28500  Hypothetical protein  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

 PSA3335_RS28505  Epoxide hydrolase  +  +  +  +  +  +   +  +  +  +  +       +  +  +  

 PSA3335_RS28510  Hypothetical protein  +  +  +  +  +  +  +  +  +  +  +  +       +  +  +  

 PSA3335_RS28515  Hypothetical protein                      
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